General conclusions after quick tests with taxonX
· It is not always clear how to apply the DarwinCore elements. (The MODS elements are easier to apply).

· It is relatively easy to follow the flow of the original text, except maybe with the <nomenclature> element and the publication information element (that requires the MODS tags).
· The nomenclature element should be improved, in particular the type and synonomy subelements. The <type> subelement includes DarwinCore tags, but they do not seem to be enough. Tags would be needed for: the collection date (there is <type_loc> for locality but not for the date), the kind of type (e.g. holotype, lectotype, etc.), the specimen id (<dc:CatalogueNumber> could be used), herbaria in which it is deposited (<dc:InstitutionCode> is not useful if there are duplicates in several places).
· Type data and references are usually part of the synonyms section, so the <synonomy> element should include a <type> sublement and <ref_group> or at least <bibref> subelements. Sometimes the synonym is qualified (e.g. synon. nov) but there is no tag to mark this information.
· The <div> element allows marking most of the text, although more values for the attribute “type” are needed: uses, local_names, conservation_status, fossils, etc. The block of texts inside the <div> can be further split in paragraphs with the <p> tag. 
· It is possible to have different levels of detail. For example, the simplest way to tag the specimens examined is to wrap it around a <div type=”material_examined”> element. If more detail is needed, each specimen may be further wrapped in a <p> elements within the <div>. And for more detail, a <collection_event> tag and its subelements can be applied to the data for each specimen.
· The caption for a figure can go inside <p> elements, but it would be useful to have a <caption> subelement to make it clearer. I think an element for a copyright statement can be taken from DarwinCore (not sure).

· The <bibref> element wraps a single bibliographic references. Not sure it is not possible to atomize more the reference but I don’t think that is really necessary. It is possible to group several <bibref> in a <reg_group> element.
